Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; disorder in main residue; R factor = 0.038; wR factor = 0.101; data-to-parameter ratio = 12.1.
In the title complex, [Cu(C 7 H 5 O 2 )(C 12 H 8 N 2 ) 2 ]ClÁ2C 6 H 5 -COOH, the Cu II ion is coordinated by one carboxylate O atom from a benzoate anion and four N atoms from two phenantroline ligands in a distorted five-coordinate trigonalbipyramidal CuON 4 chromophore. The Cu 2+ and the Cl À ion are imposed by a twofold rotation axiss which also bisects the equally disordered benzoate anion. In the crystal, the molecules are assembled into chains along [010] by C-HÁ Á ÁCl, O-HÁ Á ÁCl and C-HÁ Á ÁO hydrogen-bonding interactions. The resulting chains are further connected into twodimensional supramolecular layers parallel to [100] by interchain Á Á Á stacking interactions [centroid-centroid distance = 3.823 (5) Å ] between the phenanthroline ligands and the benzoic acid molecules, and by C-HÁ Á ÁO hydrogen-bonding interactions. Strong Á Á Á stacking interactions between adjacent phenantroline ligands [3.548 (4) Å ] assemble the layers into a three-dimensional supramolecular architecture. 
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Experimental
Crystal data [Cu(C 7 Table 1 Hydrogen-bond geometry (Å , ). supplementary materials sup-2 Refinement H atoms bonded to C atoms were placed in geometrically calculated positions and were refined using a riding model, with U iso (H) = 1.2 U eq (C). The H atom attached to O3 was found in a difference Fourier map and was refined using a riding model, with the O-H bond distance fixed as initially found and with U iso (H) value set at 1.2 U eq (O).
Figures Fig. 1 . ORTEP view of the title compound. The displacement ellipsoids are drawn at the 20% probability level. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Symmetry codes: (i) −x+1, y, −z+1/2; (ii) x, −y+2, z+1/2; (iii) x, −y+1, z−1/2; (iv) −x+1/2, −y+1/2, −z.
Refinement. Refinement of F
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